5529 45 13 44 o= R Ok % % Vol. 29, No. 13
2007 47 A ACTA  ACADEMIAE MEDICINAE MILITARIS TERTIAE Jul. 2007 1305

SCEEH Y 1000-5404 (2007 ) 13-1305-03 ‘BQ %
HBV {5 E B 5™ EHE X R R

WO, ERM.E e, FTE R A (PR A T 1 B AT R AT s, e 410011)

#OE: HI ORISR bR & B S HBV-DNA S RAOCH . ik RN )20 B sz 206 or th
5 CTRIFA) RS 3 o G 5t 3R A A S I ( FQ-PCR) 435I 52 1 486 1] 2, T £ 37 1L 375 ¢ 2 159 I 48 5 B D Ak 2 5k A1
B, S50 ASFE HBY bR PR Y HBsAg i 5776 5 % 22 57 AR B 1) HBsAg 5 Bt 25 5 K. HBeAg
( +) B0 HBV-DNA 30 T HBeAb( + ) #30 & HBeAg( — ) HBeAb( - ) #al( P <0.01) [ J5 W ] JC 5 46 22 7 (P
>0.05) , HBsAg HBeAg &5 HBV DNA [EFH2E(r (1439 4 0. 383 0. 635, P =0, 01) HBeAb 775 5 HBV DNA i 5%
(r=-0.563,P=0.01), HBsAg i&fit 5 HBeAg s (EA1 5 (r=0.466,P =0.01) , 5 HBeAb iF B (r= —0.524 P =
0.01), &5 HBV Frabpse itz ) K255 HBV DNA & Bk Rl £7 552 A0 fH"H\)-#rmk AT HBV 58
Bt Kz HBY DNA S B A 5 o f 40 Mooyt S o] DRSS, O s A phe S 18 3 T i

FEHIA . HBV DNAL e, 200 PCR, 285 by (e % 364047, I ) 4

REES S R373.21; R446.62; R512.620.4 SCHKFRIRAD : A

Correlation of virus load to contents of serologic markers in HBV patients
TIAN Yi, TANG Xian-peng. YANG Xu, LUO Kai-zhnng. HUANG Li ( Liver Diseases Research Center, The Second Xiangya
Hospital, Central South University, Changsha 410011, China)

Abstract; Objective To explore the relationship between HBV load and the contents of serologic mark-
ers. Methods Time-resolved immunofluorometric assay (TRIFA) was used to detect the contents of HBV im-
munological markers and real-time {luorescent quantitative PCR ( FQ-PCR) was used to measure the HBV DNA
of 1 486 clinical serum samples. The data was analyzed hy SPSS11.0. Results The HBsAg contents were ex-
tremely different in the same or different models of serologic markers. The HBV copies of HBeAg( + ) patients
were significantly more than HBeAb( + ) and HBeAg( — ) HBeAb( - ) patients (P <0.01), but without sta-
tistical significance between HBeAb( + ) and HBeAg( — ) HBeAb( - ) patients (P >0.05). The contents of
hoth HBsAg and HBeAg were positively correlated with the load of HBV DNA (r=0.383, 0.635, P =0.01),
while HBeAb negatively correlated to it (r= —0.563, P=0.01). Direct correlation existed between the con-
tents of HBsAg and HbeAg (r=0.466, P =0.01) while inverse correlation was observed between the contents
of HBsAg and HheAb (r= -0.524, P =0.01). Conclusion A cerlain correlation exists hetween the con-
tents of serologic markers and DNA of hepatitis B but the great variance exists among individuals. Combining
FQ-PCR with TRIFA method is profitable for judging the state of HBV viral replication roundly and provides sci-
entific and reliable evidences for clinical decisions.
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